Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.084; data-to-parameter ratio = 14.4. 
The crystal structure of the title compound, {[Na(C 7 H 5 Cl-NO 2 )(H 2 O) 3 ]ÁH 2 O} n , features polymeric chains along [010] . The Na + cation is octahedrally coordinated by four bridging water molecules, a terminal water molecule and an O atom derived from a monodentate carboxylate ligand. Adjacent polyhedra share two OÁ Á ÁO edges. The polymeric chains are linked into a three-dimensional network via O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds.
Related literature
For a related structure, see: Guo et al. (2004) .
Experimental
Crystal data [Na(C 7 
Data collection
Siemens SMART CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. 
Table 2
Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) In the title compound (Fig. 1) , (I), the Na atom has a distorted O 6 octahedral environment formed by a terminal water molecule O4, four O atoms derived from µ 2 -bridging water molecules and one carboxylate (O1) atom of the 6-chloro-3-pyridineacetate ligand (Table 1) . Each coordination octahedron shares two O···O edges with two adjacent octahedra, thus producing infinite chains. Similar chains were found in the structure of sodium carboxynitrobenzoate tetrahydrate (Guo, 2004) . In (I), the chains are linked into a three-dimensional network via O-H···O and O-H···N hydrogen bonds (Table 2 and Fig. 2 ).
Experimental
To a solution of 6-chloro-3-pyridineacetic acid (1 mmol) in doubly-distilled water (60 ml ), a solution of an equimolar amount of sodium hydroxide in doubly-distilled water (40 ml) was added drop wise at room temperature. After vigorous stirring for 4 h, the resulting mixture was evaporated in vacuo to a volume of about 20 ml and filtered hot. The filtrate was then set aside for crystallization at room temperature. Two weeks later, colourless crystals of the title compound were isolated.
Refinement
The H atoms were placed in geometrically idealized positions (O-H = 0.85, C-H = 0.93-0.97 Å) and treated as riding on their parent atoms, with U iso (H) = 1.5U eq (O) or U iso (H) = 1.2U eq (C).
Computing details
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT (Siemens, 1996) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

